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Figure S1. Examples of searches for the multi-branched loops: four-way junction (/ef?), five-
way junction (middle) and seven-way junction (right).
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#Four-way junction

# five-way junction

#Seven-way junction

>strandl >strandl >strandl
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>strand2 >strand2 >strand2
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>strand3 >strand3 >strand3
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>strand >strand4 >strand4
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>strand5 >strand5
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Figure S2. Examples of searches for the kissing loops

>Strandl

>Strandl
(CCOOOLCCED ) (CC..C0)
>Strand2 >Strand2
(((1111111H)) (((C..11)))

PDB ID : 1BJ2 PDB ID: 1F5U

>Strandl

>Strandl
Cocevina [ ((..[LCLD))
>Strand2 >Strand2
Coda s an ) (C..1111..))

PDB ID: 1KIS PDB ID: 1JZX

>Strandl

(CC . DI0ILL.)))
>Strand2

((C..111111.)))

>Strandl

(CC.LLLILD)))
>Strand2

(CC.1111110)M)

PDB ID: 1ZCI

PDB ID: 1VQO




Figure S3. The query statistics for the RNA hairpin loops, bulges and internal loops; all
closed by three base pairs
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